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• IL35 is a member of the IL12 family

– IL12 family: IL12/23/27

• Increased interest in IL35

• Few attempts, however, have been made to 

systematically analyse the knowledge, intellectual 

turning points and key points in this field.
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Results structured as follows:

1. General information

2. Journal Analysis

3. Country and institution analysis

4. Research area analysis

5. Co-citation analysis

6. Keyword analysis
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How is a 

research area 

defined?
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• Interesting analysis of literature data

• Could serve as a template for reports from an integrated 

system at our chair

– Keywords and research areas should be defined
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Perlen!
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• SMCs develop into distinct phenotypes

– Pro-inflammatory, dysfunctional macrophage-like 

cells: Lgals3 up

– Synthetic SMCs that may contribute to the protective 

fibrous cap, which would serve to prevent plaque 

rupture and myocardial infarction

• Tcf21 expressed in proepicardial cells giving rise to 

cardiac fibroblasts and coronary artery SMCs

• Labeled Myh11 (SMC origin vs. other cells)
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Does that 

make sense?
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Contractile to phenotypically modulated 

SMCs, relative to contractile SMCs
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